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<170> FastSEQ for Windows Version 4.0 



<210> 1 
<211> 16125 
<212> DNA 

<213> Homo Sapiens 
<220> 

<221> misc_feature 
<222> (1) . . . (16125) 
<223> n - A,T,C or G 



<221> misc_f eature 

<222> 2166, 2167, 2168, 2169, 2170, 2171, 2172, 2173, 2174, 2175, 
10444, 10445, 10446, 10447, 10448, 10449, 10450, 10451 
<223> n = A, T, C or G 



<221> misc_f eature 

<222> 10452, 10453, 15338 

<223> n = A,T,C or G 



<400> 1 

ccaaaaaatt 

aattggctta 

ggcaacccac 

tgtaaccaac 

ggtgtgtaga 

agagggtgac 

tcagggcttc 

attaaaatgc 



gttctcttgg 
ttgccacgca 
catggcacac 
ctggtacatt 
aaaatcacct 
aggaaaggga 
tggaagttta 
aacatcccta 



gggttggggc 
agggctttaa 
gtatacctat 
ctgcacacgt 
gcaatctcag 
ggatgagagt 
gtcccaaaac 
aggccacaga 



gacaagcggg 
caccttaggt 
gtaaccaacc 
atcccaggac 
catagttaac 
gggtttaaga 
cacacatctc 
ctcagactct 



aagggagggc 
tggtgggttc 
tgcaccatca 
tttagagtga 
gcttagtaca 
cacaaggtca 
ataatcccct 
ggagaaagat 



attttgggca 60 
acaggttgca 120 
tgtataccta 180 
aaaaaaaagt 240 
tttcagagag 300 
tattataaaa 360 
gcagtgcttg 420 
ccagaaaact 480 
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gcccgtttaa 
cctagagctc 
acttccaaca 
acatgctgag 
tggctggctg 
cacccccctc 
tgggccctgc 
gctcctcgtc 
acaccatcct 
tcaccacaca 
attcattctt 
tccttcctgg 
ctctctctgc 
ttttagggcc 
ccctccaaga 
gattacaaga 
gtgacggcgg 
ggccacagag 
gacccacctg 
tgaggccttc 
agcacatgcg 
agcttggtgt 
aagaatggag 
gaaggtctct 
gaggagccgc 
ttccaggggg 
tcgagagaaa 
ctctctcaaa 
ggtagnnnnn 
ggagcttcca 
agtagtgata 
gcagtggggc 
agtgggaagg 
ggtggaaagg 
gttccattat 
ctcacactag 
gcctagccca 
ttgtattatt 
gcttgagtgc 
ttctcctgcc 
atttttttgt 
tcctgacctt 
gccactgcgc 
cgtcttccct 
aaaaggcagt 
atgggagagt 
atccctacaa 
cccactgcct 
ccttctcccg 
tcctaatctt 
gctgggccgg 
cctcccagcc 
accagctcct 
cacactgaga 
aggaggaccc 



taaacatttg 
tgctctcttc 
gcttaggaga 
attttcacca 
gaagccagca 
caccagcccc 
cagccaatca 
agcatatgca 
tttcagataa 
caggtggcaa 
tccatagccc 
agagttcctg 
aaggcctcag 
atggtagagg 
agaaattaga 
agggactaag 
ctcagcactc 
tcccagggag 
gaaccccacc 
agggttggat 
caggtgtgtg 
gcatcaggag 
ggggcatcaa 
tctttcgata 
ccctcaaaaa 
agctcgaacc 
aggagcggcc 
aagatgaaga 
nnnnntgctt 
ttctgaggag 
agtgctctct 
tctatttcca 
aaccatgcag 
ccctggagcc 
gggaatggga 
ggtggttgag 
gaggacctga 
tatttattta 
aatggcgtga 
tcagcctcct 
atttttagta 
aggtgatcca 
ccagtgatta 
gccaaagcaa 
cagaactggc 
tgaggtccag 
acccccaatc 
ggccatgacc 
cctgctgctg 
cctgctctgc 
ggggcctggg 
agctcagggc 
gggcactgga 
ggctgctcaa 
ctggagccca 



ggcgattctt 
attgaacaat 
gcccttgagt 
gctgcccgtg 
gcataaactc 
ggcaggcttc 
cagccagaat 
gaattctgtc 
gggcactgag 
ggctgggacc 
acagggctgt 
gcacagaagt 
gggtcagaac 
gggtgttgcc 
ggggccatgg 
acaaggactc 
acgtgggcag 
tcccaccagc 
tgtgagtaca 
ggccatcttg 
ggcacctgtg 
cgacagccag 
tcactgacaa 
gaagaaggga 
ataagggagg 
ctttagaggg 
gcccaaaaaa 
ggaagccgga 
cagtaaattt 
gaaacaggca 
agaaatatca 
ggttggatgg 
gtatctcagg 
accattcagt 
atatggtggt 
agagcttggg 
gcttagtgtg 
tttattgatc 
tctcagctca 
gagtagctgg 
gagacagggt 
cctgcctcga 
tagaaagtta 
agggcagcct 
agggccttgg 
agcagggaag 
ggtgtccctc 
atcacttaca 
tgctggcggg 
tactacatca 
aaggatgtgg 
ccagtgcacc 
gctgaggctg 
gccaggccag 
ggctttgtct 



acggcctcta 
acaagaggag 
atggattgat 
gggatctggg 
cagggctgtt 
tccttccatc 
aacgtatgat 
attttactag 
gctgagagag 
agaaaccagg 
caaagacccc 
tgaagctcag 
actggtggag 
ctaaattcca 
ccaggctgtg 
ctttgtggag 
tgccagcctc 
ctagtcgcca 
aggtgcccca 
cgtatttgtg 
tgtctgtgca 
ccagtgtggc 
aattatttat 
gagagggggt 
gaggacccaa 
agcgtgggag 
tatccctccc 
gttgtatgtg 
ttattgagcg 
ggaaacaggc 
agcaaggtga 
ttgggaacat 
aagagcttcc 
aaacatcatt 
ggacagggct 
agctaacgaa 
tagacattgc 
ttaagacaga 
ctgcaacctc 
gattacaggc 
ttcaccatgt 
cttcccaaag 
aaggcacatg 
ctgggctcac 
agaccacttc 
ggtcctgaca 
tctaccagga 
caagccaagt 
gcagcatcta 
tccgctttat 
ctggggctgg 
agtccactac 
cgcgctgggg 
cagggtttta 
ggccccactc 



aagaccaaga 
tgtgtaggta 
gtattaaaat 
catttattcc 
ctgtcaaccc 
tctctgaagc 
gtcaccagca 
ggtgatgaaa 
gagctgaaac 
actgttgact 
agggcctagt 
cacagccccc 
cagatccttt 
gccctggtct 
ctagccgttg 
gtcctggctt 
taagagtggg 
gaccttctgt 
ggtggactgg 
tgggatatgc 
aatgccctga 
tgcagcaaaa 
agagctcccc 
ttgtccttat 
gaccccgtgg 
aaccgctgta 
gggcgataag 
ttgatatttt 
ccttctacga 
agatatcctg 
ggagacacag 
cctttctaaa 
tccaggcagg 
tgagcatctc 
gcctggtccc 
caagatgggc 
tgctgttact 
gttttgctct 
cacctcctgg 
acccgcacca 
tggccaggct 
tgctgggatt 
gcaatgcaca 
tttcttgcgt 
atccacctcc 
ggctctgacc 
cccaagccca 
ggctaatgcc 
caagctgcta 
ttataggtaa 
gagctgggag 
aacactaagc 
gctgggcaga 
gccacccttc 
tactggcctg 



accactgctg 
gacacccacc 
ttattgaatc 
catattgcac 
ccaccagact 
aacttactga 
gccaatcaga 
ttcccaagca 
ctacccgggg 
gcagcccggt 
cagaggctcc 
taacccccaa 
agcctctgga 
cagcccaaca 
cttctgagca 
agggagtcaa 
caggggcact 
gggatcatcg 
gctggggctt 
acacacaggc 
ggtgggaatg 
cacacaggga 
ctaaaaaaaa 
aaatataagg 
gttgtgtgtt 
ttcaggcctc 
aaatggtggc 
taaaactcca 
gaacacaaga 
tataatttca 
agcaccggtg 
gggaacctgg 
aagatcagca 
taccagctag 
ttccatactt 
tgagaacact 
gcctttgtcg 
tcttacccag 
gatcaagcga 
cgcctggata 
ggtctcgaac 
ataggcatga 
cgcctatcta 
ttctacttcc 
tagggtccct 
agggcctctg 
cctgctgcag 
cgcttaggct 
tatggcgagt 
agctggcagg 
ctcctggggg 
tgggctcctg 
gtaaagaagt 
ctccaacccc 
ttttactgaa 



540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3240 

3300 

3360 

3420 

3480 

3540 

3600 

3660 

3720 

3780 
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tcccacacag 
gagagagatg 
tccccctgcc 
aaccacatgg 
caggctggag 
gcgattctcc 
ggctaatttt 
gctggtcttg 
attacaggtg 
attaaaatgt 
ggggccaagg 
cccgtctcta 
agctacttgg 
agctatgatc 
ataatgttta 
aaaagcatta 
aataatgcta 
agttagggcc 
ggaggatcac 
tctctataaa 
tttgggaggc 
tagtgaaccc 
tagttccagc 
tgcagtgagc 
ttaaaataat 
cccagctctt 
gtgagtcatg 
aacaaacaaa 
aataaaataa 
actaatgact 
taccaaatac 
agagtcgttc 
ttctcatgtg 
cactacagtg 
aagttcatag 
tgtgtaatga 
atcctctgcc 
agagacagtg 
agcctccaac 
aggcatacgg 
caggctggtc 
tgaaccaccg 
ggatgcattc 
acacatctcc 
cctcctgtcc 
ggggccctgg 
ccgggctaga 
ccacccccac 
ctctgtattg 
cccttctggc 
cacgaggagc 
gcctctctgt 
agacgtcctg 
ccctggagcc 
acccccgggt 



actcataggc 
gagtctcact 
ttagcctccc 
tacttttttt 
tgcagtgggg 
tgccttagcc 
tttttttttc 
aacccctgac 
tcagccacca 
ttatctaagg 
tgcggggatc 
ccaaaaattt 
gaagctgagg 
acaccactgc 
tctaaacggt 
atgattacat 
gcaacaaggc 
agccacaggg 
ttgagcccag 
aaattaaaaa 
cgaggcgggt 
aatctctact 
tactcaggag 
cgagaccatg 
attaaaatct 
caggaggctg 
actgtgccgc 
caaacaaaca 
aggacagata 
acaatggatt 
aaagcacatt 
attttttaga 
tctctttgct 
gtagatttat 
cgtacagcag 
tgtctccacc 
tattcacccc 
tctcgctctg 
tcctgggctc 
caacggcacc 
ttgaactctt 
tgcccgtccc 
aaaggatcag 
cagtggccag 
gggtttgggg 
gctggggaaa 
cctggggaca 
ccccaggctg 
cgacagctac 
tgttccgggt 
tgcggcaagg 
agggaaaggt 
ccgttagcaa 
cctgcgcggg 
gacagaaccc 



ccacatagta 
gtgttgtcca 
aaggggctgg 
tttttttttt 
gcaatcttgg 
tcctgagtag 
tgtattttta 
ctcaagtgat 
tgcacagccc 
ccagtagcag 
acttgagcct 
aaaaaattag 
tgtggggatg 
acttcagcct 
aaggtataat 
ggattgtaaa 
acatttggtt 
gctcacacct 
gagtttagga 
attggctagg 
ggatcatgag 
ataaatacaa 
gatgaggccg 
ccattgcact 
taaaatgatc 
aagcgggagg 
tgcccttgag 
aacaaacaaa 
taatcaccga 
ataaaacatc 
ggtctttggt 
gtagttttag 
cctccccctg 
tacaatccct 
ggttcactct 
atcacagcat 
tctcattaaa 
tcaaccaggc 
aagtgatcct 
caactaattt 
ggtcctgcct 
aaacactctg 
ggtgtctgaa 
tgtgaggatt 
ctgtacaagg 
atgtgggata 
gtctcagcca 
gccctcacgg 
atccagctca 
ccctgtggcc 
ggctggggag 
gcggactgca 
tgaaaacccc 
aggggagggg 
ttggggctct 



cattaaaaaa 
ggctggtctc 
gattacaggt 
ttttttgaga 
ctcactgtaa 
ctggaattat 
gtagagacag 
ccacccacct 
acatggtaca 
tgactcgcgt 
gggagttcag 
ctgggagtgg 
gctgaagcct 
gagtgacagg 
cacagaatat 
atatcaaata 
tttactaggg 
gtaatcccag 
cctgagcaac 
ccctttggct 
gtcaggagtt 
aaattagccg 
gagaatcgct 
ccagcctagg 
tgggcatggt 
attgcttcag 
cctgggtaac 
aaccaataaa 
atatatgata 
aaatacataa 
ttttacttgg 
gttcacagca 
cccccagcct 
gaacccacag 
tgggcagtac 
caggcagagt 
gccaaacact 
tgaagtgcaa 
cctatctcag 
tttgtagaga 
tagcctccca 
tttcgacctg 
actggcctct 
ctccccacaa 
agcatcatgg 
gcatcgaggc 
tctcctcgct 
aagaacaaca 
tccccatttc 
gcccaggctc 
ggggcggggg 
gccagagaaa 
attttctgag 
gtctggcgga 
cgcgcctcca 



gagagagaga 
gaactcctag 
gtgagctact 
cagggtttca 
cctctgcctc 
aggcacacac 
ggtttcatca 
cggcctccca 
ttttttaaaa 
ctgtaatccc 
cgtgggcaac 
tggcatttgc 
gtgaggtcga 
ctatctcaaa 
atgatagcat 
catgaaattc 
caccaaggta 
cactttggga 
atagggagat 
tacacccgta 
caagaccagc 
agtggggtgg 
tgagcccggg 
tgacagagtg 
ggcttatgcc 
cccaggaggt 
agagcaagac 
ccaaaaacat 
gcattttaaa 
aattcttaag 
gcaccaatgc 
aaattgagca 
ccccactatc 
tgacacatca 
attccatggg 
agtttcactg 
ctgtttcctt 
tggcaatcac 
cctccagtgg 
tagggtcttg 
gagctctggg 
cttttaaaca 
gcagcaggac 
gaaaccactg 
acctggctca 
agtcccactc 
gcgtccacac 
gctgatgttt 
cttcgtgctg 
cagacaggcc 
aacgccagcg 
ctgaagttag 
ggaagcgctg 
tttctgggac 
tgcgaggctc 



gagagagaga 
gctcaagcaa 
gcacttgacc 
ctccatcacc 
ccaggtgcaa 
caccacgcct 
tgttggccag 
aagtgctggg 
ttatttttta 
agcactttga 
atagtgagac 
ctgtggtccc 
ggctgcagtg 
agcaaacaaa 
tttaaattga 
ttgtgttctt 
ctttaaaaaa 
ggccaaggca 
cctgatcttg 
atcccagcac 
ctggccaaca 
cacgcacctg 
aggcagaggc 
agactccgtc 
tgtagtccca 
tgaggctgca 
cctatctcaa 
ttatctaaac 
ttgaaaaagc 
ttcctcctaa 
atgctgaaaa 
gaaggtagag 
aacaccccca 
ctatcaccca 
tttggataaa 
ctctaacaaa 
ttttcctttt 
agcccattgc 
ctacgactgc 
ctatgttgcc 
attacaggcg 
actgaccctt 
cttccttcct 
gagggggcct 
ggcctcagga 
ctacccaggg 
aattccaccc 
gagaaactga 
ggtgagttcc 
aggggaggat 
gcaggtcggc 
acgttaggta 
acatcatggt 
cagcaggggg 
tgcctgcctc 



3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5220 
5280 
5340 
5400 
5460 
5520 
5580 
5640 
5700 
5760 
5820 
5880 
5940 
6000 
6060 
6120 
6180 
6240 
6300 
6360 
6420 
6480 
6540 
6600 
6660 
6720 
6780 
6840 
6900 
6960 
7020 
7080 
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tcgctcccga 
aggagccgag 
ccctcgcccc 
ggaaccagta 
tcgaaggcaa 
tgggcaacgt 
cccagcacct 
ccaggggccg 
tcgggggact 
gggacagagt 
agtctgaggc 
actggtgagg 
actctggagg 
ggttaataag 
ggaggcaaag 
gcgagacccc 
tagtctgagg 
aggctgcagt 
tttctctgga 
gtgctcagaa 
tataggtcag 
ctccactctg 
ccacacaaca 
cttggaggtc 
tacagacagg 
caaagagaag 
ttttccaaca 
caagtctgtg 
tagtgagctt 
tggagaagag 
ctcttctgcc 
cgactggatt 
cttttgggaa 
agaggctaag 
aagtgccaag 
ttatccccat 
ctttgggaag 
acatggtgaa 
gtaatcccag 
ttgcagtgag 
ctcaaacaaa 
aagtcacata 
cctggagcat 
ctcctcctcc 
tgggcggcag 
gcccgtcttc 
cagggccctg 
gaggatgcag 
cacacctgta 
gcggaggttg 
actctatctc 
cctttagaag 
gtagctgtcc 
ctcttaattc 
agtatgctct 



gcgccttcca 
gcatcgccgg 
ccgcccctcc 
cgagaacctg 
ggacgagcaa 
gctcatcctg 
ggtgcaagca 
agatgggcgc 
gggtggagcc 
cgggtgtctg 
agggctaagg 
tactagggtc 
tatgggacat 
acagacccag 
gtgggaagat 
catctctaca 
ctgagtatcg 
gcgctaagat 
aataaataaa 
atttttttgt 
caggtgccgg 
caggctttat 
tgttctgggt 
gaatccggga 
gctgccgcag 
ccttgggccc 
gcaatccaca 
aggtcctggt 
cccatggcca 
gtgggggcga 
ccccaggaga 
agtatcccac 
actgaggcta 
tggctcccct 
ttctaagagt 
attaaagaga 
ctgaggcagg 
accccatctc 
ctacttggga 
ctgagatcat 
caaacaaaca 
agtgtgcaag 
cctgatttca 
tcccaggtgg 
tttctgaacc 
acgttcctgc 
ctgggctgga 
tgtcaggaaa 
atcccagcta 
tggtgagttg 
aaaaacaaca 
cagagcgaac 
agtattctcc 
ctcctttgtg 
gcttctgcat 



ggagggctgg 
gcgctgggcc 
tgcccaggct 
ccgtggcccg 
ggccggctgc 
cgcagcgtca 
ggtgggcgga 
ggcaggaacg 
aggagtgggg 
aaggtggggc 
acccttgagg 
tacttccctc 
tggtctctga 
gctaggcgtg 
cgcttgagcc 
aaaacattaa 
ggaggctgag 
cgcaccgctg 
taccctgccc 
tgttgaaaga 
ccatcccttc 
gactccggca 
gccctgggtg 
ccctatcctg 
agtgggaagg 
ctgagggtct 
gcccgaggtg 
tcccttttga 
cacagccagg 
gcccagggtg 
tgaacacctt 
tggtgtatac 
gaaggaccaa 
gggagttggg 
ccaggctcct 
ggttggccgg 
tggatcacct 
tactgaaaat 
ggctgaggca 
gccactgcac 
aacaaacaaa 
tcagaacaag 
gggttcccac 
tgactgtggc 
cagccaaggc 
agttcttctt 
ggcatggcca 
ggaaggtctc 
ctcgggaggc 
agatcgtgcc 
acaacaacaa 
actctcctat 
acacagcata 
ccaccatttt 
tgagacaaaa 



gggctaggcc 
ctgggctctg 
tctacgtgac 
accgcctcat 
tgcggcgcac 
gcaccgcagt 
ccgggagcaa 
gaagatgggt 
tgtggtcaag 
gaggccagga 
gataatggaa 
tgcccttgcc 
caccccctca 
gtggctctcg 
cagctgtttg 
aaattagcag 
gcaggaggat 
cactccaacc 
acatgctcag 
aagaggatgg 
tgcaggttct 
gaacacaagc 
tggtttgcca 
ctccagagcc 
gttgtggtcc 
tccgagagcc 
gtcccttatc 
tagatgagga 
aatggaccat 
ggggcaggtg 
gcgtactcag 
acaggtgagg 
ggaagcagct 
tccacacttt 
gcctggccca 
gcacagtggc 
gaggtcagga 
acagaattag 
ggagaatcgc 
tccagcctgg 
caaacaaaca 
gccttggtct 
ctagcccttt 
ggtgtacagc 
ctaccctggc 
ctatgttggc 
gaggggtcat 
acgggtagaa 
tgaggcagga 
actgcactcc 
aacaaagccc 
taagatgctg 
atcgacagat 
ttcttctacc 
tacagagaga 



cgctcgcagc 
gccgcagcct 
gctggtcgtg 
gagcctggtg 
gctcatccgc 
ctacaagcgc 
cggggaggca 
ggagccaaag 
atttgggggt 
gcccaccctc 
agaagggtga 
cctcttgatc 
gcctggcctg 
cctgtaatcc 
agacgcccct 
ggcatggtgg 
cacttgagcc 
tcggtgacag 
cccagaacag 
caaaggagtg 
cccacccacc 
agttggagaa 
acctgtcaat 
tgctgaacgt 
acaggaaaca 
ggaggtgggg 
agaggcccct 
agctgagaca 
aggtaccagg 
gtgttcagaa 
tgtggacacc 
actaggctgg 
ggggtgggaa 
gaagttgggt 
gtccagtaga 
tcatgcctgt 
gttcgagacc 
ctgtgtggtg 
ttgaacccgg 
gcgacacagc 
aaggggttaa 
cctgtctcag 
gctaccacat 
ttcttcctga 
catgagctgg 
tggctgaagg 
ggccagcagc 
agcagccagg 
gaatcgcttg 
agcctgggca 
taaggttcag 
ttgggtgtct 
tctaatacaa 
tcctaattta 
gagaaagatc 



agaaagctgg 
ggcccctcgc 
acccgctggt 
tcgggcttcg 
tacgccaacc 
ttccccagcg 
ccgggcagag 
tcccccggac 
ccaattgggc 
cgagagtagg 
cggcttggga 
tccggtttcc 
acctggtcct 
cagtgcttta 
gagcaacata 
cgtgtgcctg 
cagcagttcc 
agccagaccc 
cacctagtag 
ctgaggttcc 
gccttcttca 
actgagccta 
gaaggcgtgg 
gagcccactg 
aggtttccta 
ttgcagaatc 
ccctcttctc 
caaagaggtt 
ccctggtacc 
ccccatcccc 
tgtatgccta 
tgaggctgcc 
gggctcacct 
ctggactttg 
ggcaatgtga 
aatcccagca 
agcctggcca 
gtgcacgcct 
gaggtggagg 
aagactctgt 
cagagcccct 
actcccagcc 
cctcctcctc 
cttgtctagt 
acctcgttgt 
tgggcctctc 
tgcttgagac 
cgtggtggcg 
aacccgggag 
aaagaatgaa 
aagcccctgc 
ttttcactca 
atttcttcaa 
tgaatgggtt 
tatcttaatc 



7140 

7200 

7260 

7320 

7380 

7440 

7500 

7560 

7620 

7680 

7740 

7800 

7860 

7920 

7980 

8040 

8100 

8160 

8220 

8280 

8340 

8400 

8460 

8520 

8580 

8640 

8700 

8760 

8820 

8880 

8940 

9000 

9060 

9120 

9180 

9240 

9300 

9360 

9420 

9480 

9540 

9600 

9660 

9720 

9780 

9840 

9900 

9960 

10020 

10080 

10140 

10200 

10260 

10320 

10380 



-4- 



20177YP 



ccgccccatt 
ttgnnnnnnn 
tccttctgtt 
gggtgtaagt 
acacacacac 
tttggtttct 
cagtggcctg 
tttgttaggg 
ttcagcccag 
gtaagataca 
ctgtgggtgt 
gtgggtgcct 
aggcaggaag 
tggctttgag 
gcagctcatc 
caggaatttg 
gacccaaaga 
atctttgagg 
cagagagagg 
tctttctgtg 
atgcaccagg 
cccccctaca 
aacatcaggt 
tgcctaggaa 
cactgtacta 
ttatcccaag 
acatagctac 
ggaacgttag 
tatctcgctc 
cgcctcctgg 
gcccacaacc 
ggccaggctg 
ggaattatag 
aagtggggtt 
acaggtacct 
gccagactta 
cagtgggctg 
gccttggaga 
cagtgctgtt 
gcccagagct 
caagcaattc 
cccggctaat 
gaactcctga 
gtgagccact 
tcgagtttaa 
ggctggaggc 
ctgtacccca 
gcatagacct 
aactctggat 
agtcatcttt 
atgggaagaa 
tgcagggtaa 
gtggatgtca 
cctcatctga 
ttacagggga 



ttagttggaa 
nnnagatgtt 
gcccacccac 
ctctgtctct 
acacacacac 
gcagatcaaa 
caagatgtcc 
cattttagag 
cttcagtata 
tgaggtgaga 
tcagggaagg 
acaagtgtgg 
ggcttcatgg 
gagttctgcc 
aacccctttg 
caggtatggg 
gagctcctcc 
ctgcaggcag 
gagagattcc 
ggacttcttc 
acctgcctcg 
cagctgcttc 
gtggccagag 
cttagaatag 
tgctctttat 
ttttcagata 
caaatggtgc 
gacctggctc 
tgtcgcccag 
gttcaagtga 
acaactggct 
gtctccaact 
gtgtcaaaac 
ccctgggatg 
cctgaattga 
tccccacatg 
aagggctatc 
gtgttgggca 
ctcgcttgtt 
ggagtgcagt 
tcctgcctca 
ttttgtattt 
cctcaggtga 
gtgcctggct 
ctacagtcta 
ttgcttaggt 
gcagctgaag 
tgtctccaag 
acaaggtaca 
gtctgcctgg 
tctgaacttg 
aggtctgggg 
ctcccagttg 
accactcatg 
agtgaatgat 



aaaaacttta 
ctgaatcaga 
tctctctccc 
gcccttcctg 
attcctattc 
acaaatcaca 
cctggacccc 
gttgctatcc 
tatctctgtt 
taaaggcagt 
actggctcag 
ggggctggag 
ggtgtggaaa 
tgagggttta 
gagaggatga 
gagagggaga 
ctcctgcagc 
gcacccatct 
tccaagtcat 
tgtccctggt 
gatggagccg 
cgcccagttc 
ccagggggct 
cactagttaa 
aaacattaac 
attaaagtac 
atttgctact 
ttgtcatcca 
gttggagcgc 
ttctcctgct 
aatttttgta 
cctgaccagt 
tatgttttct 
ggggaggggc 
ctttgtccta 
gtcccacttc 
ccagctggtc 
catgtcaggg 
cttttctttt 
ggcataatct 
gcctcctgag 
ttagtagaga 
tccaccctcc 
gcttgttctt 
tagatactgt 
cagaaacatt 
gttgttgagg 
gaatgcacaa 
aagtactgga 
gaggcggctt 
ggcaagggca 
ctcccgggat 
gaaccacaaa 
ccagggcacc 
gaggaggcct 



ttaaatcagg 
gagttttctc 
ttcctacctt 
tcactgtgac 
ctctaaattc 
cttttatgct 
taaggcagac 
aggaatctgc 
gcatgaatga 
gactcagccg 
aagagttaga 
ccctaaactc 
tagcagcagc 
cagagcctca 
tgatgatttt 
gaaaccatac 
cagtcattca 
ccccatttca 
caggcacata 
gaccaggtgt 
gacatgtact 
cgtcgagcct 
gggtgggaag 
tgcatacagg 
tatttttttc 
aggttcagag 
cgaaggacag 
gaactatgtt 
agtggcgtga 
tcagcctccc 
cttttagtag 
aatctgcccg 
gataagctac 
agcaaagtcc 
ccgagtaaag 
cctgattcca 
ctttctcccc 
ttcatactca 
ttttttttta 
cggctcactg 
tagctgggat 
cagtttcacc 
tcagcctccc 
ttaagaacca 
gaggaatggt 
tctggaggat 
gatggggagg 
tttatggagg 
tgtccagaaa 
ccagctgggt 
ggccatactc 
gcctgttgct 
ttcctggcat 
agtgtttctg 
ttacacgcca 



caagtaaaat 
tcgagctctt 
cctttatttt 
acacacacac 
cccctgcacc 
tgaaattctc 
gcgtgtcacc 
ccacctagac 
ataaaattat 
agtgatacac 
ggggctgtgt 
tgcctttgaa 
tgaggtttaa 
cctgtcccca 
gagaccaact 
catggacctt 
ctcacaggat 
caggcaggga 
caaggtcctg 
ccctgttggc 
ggaataagcc 
cctttatggg 
cccctcctag 
ttgcttcagt 
ctcccaataa 
agagtaagtt 
cctatgatca 
ttcttttctt 
tcttggctca 
cagtagctgg 
agatgaggtt 
ctttggcctc 
gatgcttgga 
cagcaggcag 
ggctcaggcc 
tctgaatccc 
aggacaacag 
agggtttctt 
aacggagttt 
caacctccgc 
tataggtgcc 
atgttggcca 
aaagtgctgg 
aatatcctac 
tgggaaggtc 
gactttgagc 
gctgaaaaca 
gagctcaaac 
agggacagaa 
ctggagctga 
tctggtagat 
aggaagtcaa 
tgcccagagt 
actgcctgga 
ggcggggtgg 



ccgccaagga 
tatctttcct 
ttggtaatgg 
acacacacac 
cccagttatc 
cagggtgccc 
tcttcggggc 
tgccctttag 
gcaactccag 
tcagggacag 
ccagaagtgt 
gacagtggtc 
agggggaagc 
aggtggcaga 
ggattgtcga 
ccccaaagtg 
tctcacctca 
aactgaggtc 
cctgggatga 
tgtggatgag 
cgagccacag 
ctccaccttc 
tgcaggggtc 
aagtgtcagg 
ttctggtttg 
gtccaaggcc 
gtgatgcagt 
tttgagacag 
ctgcaacctc 
gattacaggt 
tcaccatgtt 
ccaaaatgct 
tgggaagtgg 
ccaggccatc 
acccacagca 
tcttgagctg 
agttgaaagt 
ccacggtatc 
cactcttgtt 
ctcccagatt 
agccaccaag 
ggctggtctc 
gattacatgt 
tagactgcaa 
atcaaatgaa 
cctacatggt 
gaacgataaa 
ccaagtctca 
catggaacac 
gccatggaac 
aagctttcct 
atttctcttt 
cactcatggg 
gtgaggggtt 
ttgcgggggt 



10440 
10500 
10560 
10620 
10680 
10740 
10800 
10860 
10920 
10980 
11040 
11100 
11160 
11220 
11280 
11340 
11400 
11460 
11520 
11580 
11640 
11700 
11760 
11820 
11880 
11940 
12000 
12060 
12120 
12180 
12240 
12300 
12360 
12420 
12480 
12540 
12600 
12660 
12720 
12780 
12840 
12900 
12960 
13020 
13080 
13140 
13200 
13260 
13320 
13380 
13440 
13500 
13560 
13620 
13680 



- 5 - 



20177YP 



tggatgttaa 
gatcaccggg 
gacggtgtgg 
ggccaggtgt 
tgaacaaaga 
gcatcattgg 
caaggaccaa 
accacaaggc 
aggctgtgga 
cacagacgcc 
agcttcacag 
gggccaagaa 
aagtatctca 
ccgaaaatca 
aagatcacat 
ggcactgcat 
acaatttcct 
ggggtatata 
cttcaccctg 
ctgaccagaa 
atgttatcac 
gcagtcagct 
actacaggaa 
agggtgtcca 
ttgcttcctt 
tttcctggac 
aagtgtaact 
ctattatgat 
gaacttggca 
ttgggctggg 
caacatgatg 
gcctgtagtc 
tgcagtgaga 
aaaaaaaaaa 
tgaaggtacc 
ttcctaacct 
cagcaggaca 
aacagcctga 
atgcctttta 
gactctggat 
agtatactgc 



ctctggtcaa 
aggtacagta 
ccttggcttg 
tggtcctttg 
ggagatggag 
ccgcttccta 
actactgtgg 
agccaaacag 
cgccttcaag 
cctcagcccc 
tgtcacaggc 
aagttttgaa 
agtgaggagg 
cctcaaagaa 
ggatccttat 
tgccctgtgc 
agggttccat 
cttggccacc 
gtatcacccg 
tgctgctgga 
tggccccaac 
ggatgacaga 
agggtggcag 
gcgcccttag 
ggggtcagcc 
actgtcaccc 
tcccttttct 
tgaaacctta 
aacatctgtg 
tgtggaggca 
aaaccccatc 
ccaacgcagg 
ttgagcaact 
aggatcgtct 
ttccatactt 
gcttcctaat 
ctgatccagt 
atcaaatggt 
ttcataaaaa 
tcagagtcgg 
ccaaactaat 



gagggaatca 
cagatcagga 
ggccaactga 
tccactggct 
ttccagccca 
ggcctgcagt 
cccaagaggg 
aacgttaggg 
tctgccccac 
actcccatgt 
atagacacca 
ttgctctcag 
aaaactgtgg 
cctttggaac 
tgggccttgg 
cccaccccag 
cactgccaga 
ttcacaggga 
gaagacttct 
gaactgcccc 
ttactttgag 
tgaacacttc 
gaactgcctc 
gtcattttct 
caaagctgtc 
aattataaac 
ggattctcaa 
aaagggcaac 
gcctgttcag 
agtgaatcac 
tctaccaaaa 
aggttgaggg 
gcaatccagc 
caacctttgc 
atgctgttaa 
ggggatgctt 
cacagccata 
tagcttaata 
ctgtgaaagc 
gaacccttag 
gagtttaata 



acaaacagtg 
gagaggtgag 
gagagaggag 
cagccctgca 
atcaggagga 
cccatgatca 
aatcccttct 
gccaggaaga 
tgtatcagag 
tcttccccct 
aagacaaaag 
agagcgatgg 
agtttaacct 
aatcaccaac 
aaaacaggtc 
cttcccttgc 
gcacactgga 
tcctagggaa 
tgggaccagg 
agggctgaca 
caagggtggc 
ccccataact 
actcctagga 
cactgcctgg 
acaaaatcag 
accccacttc 
gcagttactt 
aatttcantc 
caaaggatgt 
aggaggtcag 
aaaatacaaa 
gagaattgct 
ctgggcgacg 
cctcctactg 
tactttcatt 
cgccagccag 
cagctgtcca 
gataaaaatc 
tagactgaac 
ttctatctga 
aatacaaata 



aggtgagctg 
agctggggca 
cgggggtaag 
tctcctgttt 
cgaggaggat 
ccatcctccc 
ccacgagggc 
caacaaggcc 
gccaggctac 
agaaccatca 
cttaaagact 
ggccttgatg 
gacggatatg 
caacatacac 
tgtcctccac 
tctgagccta 
cctacgccca 
gtgttcggga 
tgaaggaaga 
ggccaggctt 
tgacccaaaa 
atttagggta 
actggtagat 
gaacctcacc 
atatttccct 
agccccaatc 
tcacgggtca 
ttgcttctag 
tcatatttaa 
gagtttgaga 
tcagctggcc 
tgaacccagg 
gagtgagact 
caacattttg 
ctcactaggg 
gtcctcacct 
cactgaagaa 
ccagactact 
cattggaaac 
atccaagaca 
ctcgt 



ggcctggagg 
tggtgaggaa 
ggagaagtaa 
ctttccagcc 
gctcacgctg 
agggcaaact 
ctgcccaaaa 
tggaagctta 
tacagtgccc 
gcgccgtcaa 
gtgagttctg 
gagcacccag 
ccagagatcc 
actacactca 
ctgaaccagg 
cccttcctcc 
gcactggctt 
ccttttctca 
tgaggttgtg 
agctgagcag 
ccatgaggtg 
gtacccaagc 
ggtgaggttg 
aaaatacttc 
ttattccaga 
acgtgggagg 
gaacacgcag 
gctaagacag 
gaatcttgtc 
ccaacctggc 
gtcgtggtgt 
aggtggtggt 
gtctcaaaaa 
gtatttgaaa 
atgaagcaca 
gtgtgtacac 
cgtgtcctac 
tcagccttta 
atttaactca 
gccacacctt 



13740 
13800 
13860 
13920 
13980 
14040 
14100 
14160 
14220 
14280 
14340 
14400 
14460 
14520 
14580 
14640 
14700 
14760 
14820 
14880 
14940 
15000 
15060 
15120 
15180 
15240 
15300 
15360 
15420 
15480 
15540 
15600 
15660 
15720 
15780 
15840 
15900 
15960 
16020 
16080 
16125 



<210> 2 
<211> 2229 
<212> DNA 
<213> Homo 



Sapiens 



<400> 2 

cagggagtcc 

ccccacctga 

caagccaagt 

gcagcatcta 

tccgctttat 

ctctgtattg 

tgacgctggt 



caccagccta 
cccaagccca 
ggctaatgcc 
caagctgcta 
ttataggctg 
cgacagctac 
cgtgacccgc 



gtcgccagac 
cctgctgcag 
cgcttaggct 
tatggcgagt 
gccctcacgg 
atccagctca 
tggtggaacc 



cttctgtggg 
cccactgcct 
ccttctcccg 
tcttaatctt 
aagaacaaca 
tccccatttc 
agtacgagaa 



atcatcggac 
ggccatgacc 
cctgctgctg 
cctgctctgc 
gctgatgttt 
cttcgtgctg 
cctgccgtgg 



ccacctggaa 
atcacttaca 
tgctggcggg 
tactacatca 
gagaaactga 
ggcttctacg 
cccgaccgcc 



60 

120 

180 

240 

300 

360 

420 



-6- 
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tcatgagcct ggtgtcgggc ttcgtcgaag gcaaggacga gcaaggccgg ctgctgcggc 480 

gcacgctcat ccgctacgcc aacctgggca acgtgctcat cctgcgcagc gtcagcaccg 540 

cagtctacaa gcgcttcccc agcgcccagc acctggtgca agcaggcttt atgactccgg 600 

cagaacacaa gcagttggag aaactgagcc taccacacaa catgttctgg gtgccctggg 660 

tgtggtttgc caacctgtca atgaaggcgt ggcttggagg tcgaatccgg gaccctatcc 720 

tgctccagag cctgctgaac gagatgaaca ccttgcgtac tcagtgtgga cacctgtatg 780 

cctacgactg gattagtatc ccactggtgt atacacaggt ggtgactgtg gcggtgtaca 840 

gcttcttcct gacttgtcta gttgggcggc agtttctgaa cccagccaag gcctaccctg 900 

gccatgagct ggacctcgtt gtgcccgtct tcacgttcct gcagttcttc ttctatgttg 960 

gctggctgaa ggtggcagag cagctcatca acccctttgg agaggatgat gatgattttg 1020 

agaccaactg gattgtcgac aggaatttgc aggtgtccct gttggctgtg gatgagatgc 1080 

accaggacct gcctcggatg gagccggaca tgtactggaa taagcccgag ccacagcccc 1140 

cctacacagc tgcttccgcc cagttccgtc gagcctcctt tatgggctcc accttcaaca 1200 

tcagcctgaa caaagaggag atggagttcc agcccaatca ggaggacgag gaggatgctc 1260 

acgctggcat cattggccgc ttcctaggcc tgcagtccca tgatcaccat cctcccaggg 1320 

caaactcaag gaccaaacta ctgtggccca agagggaatc ccttctccac gagggcctgc 1380 

ccaaaaacca caaggcagcc aaacagaacg ttaggggcca ggaagacaac aaggcctgga 1440 

agcttaaggc tgtggacgcc ttcaagtctg gcccactgta tcagaggcca ggctactaca 1500 

gtgccccaca gacgcccctc agccccactc ccatgttctt ccccctagaa ccatcagcgc 1560 

cgtcaaagct tcacagtgtc acaggcatag acaccaaaga caaaagctta aagactgtga 1620 

gttctggggc caagaaaagt tttgaattgc tctcagagag cgatggggcc ttgatggagc 1680 

acccagaagt atctcaagtg aggaggaaaa ctgtggagtt taacctgacg gatatgccag 1740 

agatccccga aaatcacctc aaagaacctt tggaacaatc accaaccaac atacacacta 1800 

cactcaaaga tcacatggat ccttattggg ccttggaaaa cagggatgaa gcacattcct 1860 

aacctgcttc ctaatgggga tgcttcgcca gccaggtcct cacctgtgtg tacaccagca 1920 

ggacactgat ccagtcacag ccatacagct gtccacactg aagaacgtgt cctacaacag 1980 

cctgaatcaa atggttagct taatagataa aaatcccaga ctacttcagc ctttaatgcc 2040 

ttttattcat aaaaactgtg aaagctagac tgaaccattg gaaacattta actcagactc 2100 

tggattcaga gtcgggaacc cttagttcta tctgaatcca agacagccac accttagtat 2160 

actgcccaaa ctaatgagtt taataaatac aaatactcgt taaaaaaaaa aaaaaaaaaa 2220 
aaaaaaaaa 2229 

<210> 3 
<211> 585 
<212> PRT 

<213> Homo Sapiens 
<400> 3 

Met Thr lie Thr Tyr Thr Ser Gin Val Ala Asn Ala Arg Leu Gly Ser 

15 10 15 

Phe Ser Arg Leu Leu Leu Cys Trp Arg Gly Ser lie Tyr Lys Leu Leu 

20 25 30 

Tyr Gly Glu Phe Leu lie Phe Leu Leu Cys Tyr Tyr lie lie Arg Phe 

35 40 45 

lie Tyr Arg Leu Ala Leu Thr Glu Glu Gin Gin Leu Met Phe Glu Lys 

50 55 60 

Leu Thr Leu Tyr Cys Asp Ser Tyr lie Gin Leu lie Pro lie Ser Phe 
65 70 75 80 

Val Leu Gly Phe Tyr Val Thr Leu Val Val Thr Arg Trp Trp Asn Gin 

85 90 95 

Tyr Glu Asn Leu Pro Trp Pro Asp Arg Leu Met Ser Leu Val Ser Gly 

100 105 110 

Phe Val Glu Gly Lys Asp Glu Gin Ser Arg Leu Leu Arg Arg Thr Leu 
115 120 125 
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lie Arg Tyr Ala Asn Leu Gly Asn Val Leu lie Leu Arg Ser Val Ser 

130 135 140 

Thr Ala Val Tyr Lys Arg Phe Pro Ser Ala Gin His Leu Val Gin Ala 
145 150 155 160 

Gly Phe Met Thr Pro Ala Glu His Lys Gin Leu Glu Lys Leu Ser Leu 

165 170 175 

Pro His Asn Met Phe Trp Val Pro Trp Val Trp Phe Ala Asn Leu Ser 

180 185 190 

Met Lys Ala Trp Leu Gly Gly Arg lie Arg Asp Pro lie Leu Leu Gin 

195 200 205 

Ser Leu Leu Asn Glu Met Asn Thr Leu Arg Thr Gin Cys Gly His Leu 

210 215 220 

Tyr Ala Tyr Asp Trp lie Ser lie Pro Leu Val Tyr Thr Gin Val Val 
225 230 235 240 

Thr Val Ala Val Tyr Ser Phe Phe Leu Thr Cys Leu Val Gly Arg Gin 

245 250 255 

Phe Leu Asn Pro Ala Lys Ala Tyr Pro Gly His Glu Leu Asp Leu Val 

260 265 270 

Val Pro Val Phe Thr Phe Leu Gin Phe Phe Phe Tyr Val Gly Trp Leu 

275 280 285 

Lys Val Ala Glu Gin Leu lie Asn Pro Phe Gly Glu Asp Asp Asp Asp 

290 295 300 

Phe Glu Thr Asn Trp lie Val Asp Arg Asn Leu Gin Val Ser Leu Leu 
305 310 315 320 

Ala Val Asp Glu Met His Gin Asp Leu Pro Arg Met Glu Pro Asp Met 

325 330 335 

Tyr Trp Asn Lys Pro Glu Pro Gin Pro Pro Tyr Thr Ala Ala Ser Ala 

340 345 350 

Gin Phe Arg Arg Ala Ser Phe Met Gly Ser Thr Phe Asn lie Ser Leu 

355 360 365 

Asn Lys Glu Glu Met Glu Phe Gin Pro Asn Gin Glu Asp Glu Glu Asp 

370 375 380 

Ala His Ala Gly He He Gly Arg Phe Leu Gly Leu Gin Ser His Asp 
385 390 395 400 

His His Pro Pro Arg Ala Asn Ser Arg Thr Lys Leu Leu Trp Pro Lys 

405 410 415 

Arg Glu Ser Leu Leu His Glu Gly Leu Pro Lys Asn His Lys Ala Ala 

420 425 430 

Lys Gin Asn Val Arg Gly Gin Glu Asp Asn Lys Ala Trp Lys Leu Lys 

435 440 445 

Ala Val Asp Ala Phe Lys Ser Gly Pro Leu Tyr Gin Arg Pro Gly Tyr 

450 455 460 

Tyr Ser Ala Pro Gin Thr Pro Leu Ser Pro Thr Pro Met Phe Phe Pro 
465 470 475 480 

Leu Glu Pro Ser Ala Pro Ser Lys Leu His Ser Val Thr Gly He Asp 

485 490 495 

Thr Lys Asp Lys Ser Leu Lys Thr Val Ser Ser Gly Ala Lys Lys Ser 

500 505 510 

Phe Glu Leu Leu Ser Glu Ser Asp Gly Ala Leu Met Glu His Pro Glu 

515 520 525 

Val Ser Gin Val Arg Arg Lys Thr Val Glu Phe Asn Leu Thr Asp Met 

530 535 540 

Pro Glu He Pro Glu Asn His Leu Lys Glu Pro Leu Glu Gin Ser Pro 
545 550 555 560 



20177YP 



Thr Asn lie His Thr Thr Leu Lys Asp His Met Asp Pro Tyr Trp Ala 

565 570 575 

Leu Glu Asn Arg Asp Glu Ala His Ser 
580 585 

<210> 4 
<211> 2429 
<212> DNA 

<213> Homo Sapiens 



<400> 4 

cagggagtcc 

ccccacctga 

caagccaagt 

gcagcatcta 

tccgctttat 

ctctgtattg 

tgacgctggt 

tcatgagcct 

gcacgctcat 

cagtctacaa 

cagaacacaa 

tgtggtttgc 

tgctccagag 

cctacgactg 

gcttcttcct 

gccatgagct 

gctggctgaa 

atggccagca 

aaagcagcca 

gagaatcgct 

tggagaggat 

cctgttggct 

gaataagccc 

ctttatgggc 

tcaggaggac 

ccatgatcac 

atcccttctc 

ccaggaagac 

gtatcagagg 

cttcccccta 

agacaaaagc 

gagcgatggg 

gtttaacctg 

atcaccaacc 

aaacagggat 

cctcacctgt 

ctgaagaacg 

agactacttc 

ttggaaacat 

ccaagacagc 

cgttaaaaaa 



caccagccta 
cccaagccca 
ggctaatgcc 
caagctgcta 
ttataggctg 
cgacagctac 
cgtgacccgc 
ggtgtcgggc 
ccgctacgcc 
gcgcttcccc 
gcagttggag 
caacctgtca 
cctgctgaac 
gattagtatc 
gacttgtcta 
ggacctcgtt 
ggtgggcctc 
gctgcttgag 
ggcgtggtgg 
tgaacccggg 
gatgatgatt 
gtggatgaga 
gagccacagc 
tccaccttca 
gaggaggatg 
catcctccca 
cacgagggcc 
aacaaggcct 
ccaggctact 
gaaccatcag 
ttaaagactg 
gccttgatgg 
acggatatgc 
aacatacaca 
gaagcacatt 
gtgtacacca 
tgtcctacaa 
agcctttaat 
ttaactcaga 
cacaccttag 
aaaaaaaaaa 



gtcgccagac 
cctgctgcag 
cgcttaggct 
tatggcgagt 
gccctcacgg 
atccagctca 
tggtggaacc 
ttcgtcgaag 
aacctgggca 
agcgcccagc 
aaactgagcc 
atgaaggcgt 
gagatgaaca 
ccactggtgt 
gttgggcggc 
gtgcccgtct 
tccagggccc 
acgaggatgc 
cgcacacctg 
aggcggaggt 
ttgagaccaa 
tgcaccagga 
ccccctacac 
acatcagcct 
ctcacgctgg 
gggcaaactc 
tgcccaaaaa 
ggaagcttaa 
acagtgcccc 
cgccgtcaaa 
tgagttctgg 
agcacccaga 
cagagatccc 
ctacactcaa 
cctaacctgc 
gcaggacact 
cagcctgaat 
gccttttatt 
ctctggattc 
tatactgccc 
aaaaaaaaa 



cttctgtggg 
cccactgcct 
ccttctcccg 
tcttaatctt 
aagaacaaca 
tccccatttc 
agtacgagaa 
gcaaggacga 
acgtgctcat 
acctggtgca 
taccacacaa 
ggcttggagg 
ccttgcgtac 
atacacaggt 
agtttctgaa 
tcacgttcct 
tgctgggctg 
agtgtcagga 
taatcccagc 
tgtggtggca 
ctggattgtc 
cctgcctcgg 
agctgcttcc 
gaacaaagag 
catcattggc 
aaggaccaaa 
ccacaaggca 
ggctgtggac 
acagacgccc 
gcttcacagt 
ggccaagaaa 
agtatctcaa 
cgaaaatcac 
agatcacatg 
ttcctaatgg 
gatccagtca 
caaatggtta 
cataaaaact 
agagtcggga 
aaactaatga 



atcatcggac 
ggccatgacc 
cctgctgctg 
cctgctctgc 
gctgatgttt 
cttcgtgctg 
cctgccgtgg 
gcaaggccgg 
cctgcgcagc 
agcaggcttt 
catgttctgg 
tcgaatccgg 
tcagtgtgga 
ggtgactgtg 
cccagccaag 
gcagttcttc 
gaggcatggc 
aaggaaggtc 
tactcgggag 
gagcagctca 
gacaggaatt 
atggagccgg 
gcccagttcc 
gagatggagt 
cgcttcctag 
ctactgtggc 
gccaaacaga 
gccttcaagt 
ctcagcccca 
gtcacaggca 
agttttgaat 
gtgaggagga 
ctcaaagaac 
gatccttatt 
ggatgcttcg 
cagccataca 
gcttaataga 
gtgaaagcta 
acccttagtt 
gtttaataaa 



ccacctggaa 
atcacttaca 
tgctggcggg 
tactacatca 
gagaaactga 
ggcttctacg 
cccgaccgcc 
ctgctgcggc 
gtcagcaccg 
atgactccgg 
gtgccctggg 
gaccctatcc 
cacctgtatg 
gcggtgtaca 
gcctaccctg 
ttctatgttg 
cagaggggtc 
tcacgggtag 
gctgaggcag 
tcaacccctt 
tgcaggtgtc 
acatgtactg 
gtcgagcctc 
tccagcccaa 
gcctgcagtc 
ccaagaggga 
acgttagggg 
ctggcccact 
ctcccatgtt 
tagacaccaa 
tgctctcaga 
aaactgtgga 
ctttggaaca 
gggccttgga 
ccagccaggt 
gctgtccaca 
taaaaatccc 
gactgaacca 
ctatctgaat 
tacaaatact 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2429 



<210> 5 
<211> 435 



-9- 



<212> PRT 

<213> Homo Sapiens 



<400> 5 

Met Thr lie Thr Tyr Thr Ser Gin Val Ala Asn Ala Arg Leu Gly Ser 

15 10 15 

Phe Ser Arg Leu Leu Leu Cys Trp Arg Gly Ser lie Tyr Lys Leu Leu 

20 25 30 

Tyr Gly Glu Phe Leu lie Phe Leu Leu Cys Tyr Tyr lie lie Arg Phe 

35 40 45 

lie Tyr Arg Leu Ala Leu Thr Glu Glu Gin Gin Leu Met Phe Glu Lys 

50 55 60 

Leu Thr Leu Tyr Cys Asp Ser Tyr lie Gin Leu lie Pro lie Ser Phe 
65 70 75 80 

Val Leu Gly Phe Tyr Val Thr Leu Val Val Thr Arg Trp Trp Asn Gin 

85 90 95 

Tyr Glu Asn Leu Pro Trp Pro Asp Arg Leu Met Ser Leu Val Ser Gly 

100 105 110 

Phe Val Glu Gly Lys Asp Glu Gin Gly Arg Leu Leu Arg Arg Thr Leu 

115 120 125 

lie Arg Tyr Ala Asn Leu Gly Asn Val Leu lie Leu Arg Ser Val Ser 

130 135 140 

Thr Ala Val Tyr Lys Arg Phe Pro Ser Ala Gin His Leu Val Gin Ala 
145 150 155 160 

Gly Phe Met Thr Pro Ala Glu His Lys Gin Leu Glu Lys Leu Ser Leu 

165 170 175 

Pro His Asn Met Phe Trp Val Pro Trp Val Trp Phe Ala Asn Leu Ser 

180 185 190 

Met Lys Ala Trp Leu Gly Gly Arg lie Arg Asp Pro lie Leu Leu Gin 

195 200 205 

Ser Leu Leu Asn Glu Met Asn Thr Leu Arg Thr Gin Cys Gly His Leu 

210 215 220 

Tyr Ala Tyr Asp Trp lie Ser lie Pro Leu Val Tyr Thr Gin Val Val 
225 230 235 240 

Thr Val Ala Val Tyr Ser Phe Phe Leu Thr Cys Leu Val Gly Arg Gin 

245 250 255 

Phe Leu Asn Pro Ala Lys Ala Tyr Pro Gly His Glu Leu Asp Leu Val 

260 265 270 

Val Pro Val Phe Thr Phe Leu Gin Phe Phe Phe Tyr Val Gly Trp Leu 

275 280 285 

Lys Val Gly Leu Ser Arg Ala Leu Leu Gly Trp Arg His Gly Gin Arg 

290 295 300 

Gly His Gly Gin Gin Leu Leu Glu Thr Arg Met Gin Cys Gin Glu Arg 
305 310 315 320 

Lys Val Ser Arg Val Glu Ser Ser Gin Ala Trp Trp Arg Thr Pro Val 

325 330 335 

lie Pro Ala Thr Arg Glu Ala Glu Ala Gly Glu Ser Leu Glu Pro Gly 

340 345 350 

Arg Arg Arg Leu Trp Trp Gin Ser Ser Ser Ser Thr Pro Leu Glu Arg 

355 360 365 

Met Met Met lie Leu Arg Pro Thr Gly Leu Ser Thr Gly He Cys Arg 

370 375 380 

Cys Pro Cys Trp Leu Trp Met Arg Cys Thr Arg Thr Cys Leu Gly Trp 
385 390 395 400 



10 



20177YP 



Ser Arg Thr Cys Thr Gly lie Ser Pro Ser His Ser Pro Pro Thr Gin 

405 410 415 

Leu Leu Pro Pro Ser Ser Val Glu Pro Pro Leu Trp Ala Pro Pro Ser 
420 425 430 

Thr Ser Ala 
435 

<210> 6 
<211> 18 
<212> DNA 

<213> Homo Sapiens 
<400> 6 

cagggagtcc caccagcc 18 

<210> 7 

<211> 18 

<212> DNA 

<213> Homo Sapiens 

<400> 7 

tccccattag gaagcagg 18 

<210> 8 
<211> 18 
<212> DNA 

<213> Homo Sapiens 
<400> 8 

tctcctcttt gttcaggc 18 

<210> 9 
<211> 21 
<212> DNA 

<213> Homo Sapiens 
<400> 9 

ctagtcgcca gaccttctgt g 21 

<210> 10 

<211> 20 

<212> DNA 

<213> Homo Sapiens 

<400> 10 

cttgtagact gcggtgctga ' 20 

<210> 11 

<211> 20 

<212> DNA 

<213> Homo Sapiens 



<400> 11 

gaaagcaagg acgagcaaag 



20 



- 11 - 



20177YP 



<210> 12 
<211> 22 
<212> DNA 

<213> Homo Sapiens 
<400> 12 

aatccagtcg taggcataca gg 

<210> 13 
<211> 21 
<212> DNA 

<213> Homo Sapiens 
<400> 13 

accttgcgta ctcagtgtgg a 

<210> 14 
<211> 21 
<212> DNA 

<213> Homo Sapiens 
<400> 14 

tgtcgacaat ccagttggtc t 

<210> 15 
<211> 20 
<212> DNA 

<213> Homo Sapiens 
<400> 15 

ccctttggag aggatgatga 

<210> 16 
<211> 20 
<212> DNA 

<213> Homo Sapiens 
<400> 16 

ctctggcata tccgtcaggt 

<210> 17 
<211> 20 
<212> DNA 

<213> Homo Sapiens 
<400> 17 

cttcaagtct gccccactgt 

<210> 18 
<211> 20 
<212> DNA 

<213> Homo Sapiens 
<400> 18 

gcatccccat taggaagcag 



20177YP 



<210> 19 

<211> 20 

<212> DNA 

<213> Homo Sapiens 

<400> 19 

ctaagcgggc attagccact 20 

<210> 20 

<211> 22 

<212> DNA 

<213> Homo Sapiens 

<400> 20 

tggggttcca ggtgggtccg at 22 

<210> 21 

<211> 27 

<212> DNA 

<213> Homo Sapiens 

<400> 21 

ccatcctaat acgactcact atagggc 27 

<210> 22 

<211> 27 

<212> DNA 

<213> Homo Sapiens 

<400> 22 

ggatgaagca cattcctaac ctgcttc 27 

<210> 23 

<211> 18 

<212> DNA 

<213> Homo Sapiens 

<400> 23 

aaagctggag gagccgag 18 

<210> 24 
<211> 19 
<212> DNA 

<213> Homo Sapiens 
<400> 24 

ctccacccat cttccgttc 19 

<210> 25 

<211> 20 

<212> DNA 

<213> Homo Sapiens 

<400> 25 



- 13- 



taggctcaga gcaagggaag 



20 



<210> 26 
<211> 20 
<212> DNA 

<213> Mus Musculus 
<400> 26 

acacaacaca ttctgggtgc 

<210> 27 
<211> 20 
<212> DNA 

<213> Mus Musculus 
<400> 27 

ttcagaaact gcttcccgat 

<210> 28 
<211> 1916 
<212> DNA 

<213> Mus Musculus 



20 



20 



<400> 28 

gtgccaagcc 

ctcgtccctc 

tgtcttcata 

tcagcagctg 

tatatccttc 

cgagaacttg 

ggatgaggaa 

gctcatcctg 

ggtgctagca 

acacaacaca 

tggaggtcga 

gcgtactcag 

acaggtggtg 

tctgaaccca 

aatcctgcaa 

cttcggggag 

gtccctgttg 

ctggaacgag 

ttccttcatg 

aaaagaggag 

cttaggactg 

gtgttctaag 

agatgtctgg 

aggctcccat 

cagttcagac 

gaaaactgtg 

ccgtttggac 

tccctacagg 

gccctgactt 

acacccagga 

tagtcctgcc 



atgactatca 
ctcctgtgct 
ttcctctact 
ttgtttgaga 
gttctgggtt 
ccgtggcccg 
ggccgtttgc 
cgcagcatca 
ggttttatga 
ttctgggtgc 
atccgggaca 
tgtggacagc 
acagtggcag 
aacaaggact 
ttcttattct 
gacgatgatg 
tccgtggatg 
gcagcgcctc 
ggctccacct 
gctgacacgg 
caacccaaaa 
aaccccctcc 
aaatttaagg 
tgtggcccac 
acaggtgatg 
gagtttaact 
cagatgtcaa 
gatgaagctg 
gcaaggatgc 
gtgtgttccc 
tgaaaacacc 



cctacacaaa 
ggcgaggcag 
attccatccg 
agctggctct 
tctatgttac 
accgcctcat 
tgcggcgcac 
gcacctcggt 
cccatgggga 
cctgggtgtg 
ccgtcctgct 
tgtatgccta 
tatacagctt 
acccaggcca 
acatgggctg 
attttgagac 
ggatgcacca 
agccgcccta 
tcaacatcag 
ataagaaaga 
actaccatct 
tcgaaggcca 
gtctggactt 
aggcacccag 
ggccttccac 
tgaacattcc 
ccaatataca 
gcaccaaacc 
ccagcagggc 
acgacagtct 
tgtattttac 



caaagtagcc 
catctacaag 
tggactctac 
gtactgcgac 
attggtggtg 
gatccaggtg 
gctcatccgc 
ctacaagcgc 
acataagcag 
gtttgccaac 
ccagagcctg 
cgactggata 
tttccttgca 
tgagatggat 
gctgaaggtg 
taactggatc 
gaacttgcct 
cacagctgct 
cctaaagaaa 
gagtggctat 
tcccttgaaa 
gtgtaaggat 
cttgaaatgt 
cagccaccct 
agattaccaa 
agagagcccc 
ggctctaatg 
tgttctctat 
actgacccag 
agcatgtaac 
gatctttccc 



aatgcccgcc 
ctgctgtatg 
agaatggttc 
agctacattc 
agccgctggt 
tctagcttcg 
tacgccatcc 
tttcccactc 
ttgcagaagt 
ttgtcaatga 
atgaatgagg 
agtatcccat 
tgcttgatcg 
ctggttgtgc 
gcagaacagc 
attgacagaa 
cccatggaac 
tctgccaggt 
gaagacttag 
agcagcacca 
gacttaaaga 
gccaaccaga 
gttccaaggt 
actgagcagt 
gaaatctgtc 
acagaacatc 
aaggagcatg 
gagtgatgcc 
tcaaaggcac 
tcagaaccaa 
aaactaagga 



tcggttcgtt 
gagaattcct 
tctcgagtga 
agctcatccc 
ggagccagta 
tggagggcaa 
tgggccaagt 
ttcaccacct 
tgggcctacc 
aggcctatct 
tgtgtacttt 
tggtgtacac 
ggaggcagtt 
ctgtcttcac 
tcatcaaccc 
acctgcaggt 
gtgacatgta 
ctcgccggca 
agctttggtc 
taggctgctt 
ccaaactatt 
aaaaccagaa 
ttaagaggag 
cagcaccctc 
acatgaaaaa 
ttcaacagcg 
cagagtccta 
tcacagcctg 
acaagcagcg 
gagtacttaa 
gtttaataaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 
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20177YP 



cgtgaatatt cttttaggtg aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaa 1916 

<210> 29 
<211> 551 
<212> PRT 

<213> Mus Musculus 
<400> 29 

Met Thr lie Thr Tyr Thr Asn Lys Val Ala Asn Ala Arg Leu Gly Ser 

15 10 15 

Phe Ser Ser Leu Leu Leu Cys Trp Arg Gly Ser lie Tyr Lys Leu Leu 

20 25 30 

Tyr Gly Glu Phe Leu Val Phe lie Phe Leu Tyr Tyr Ser lie Arg Gly 

35 40 45 

Leu Tyr Arg Met Val Leu Ser Ser Asp Gin Gin Leu Leu Phe Glu Lys 

50 55 60 

Leu Ala Leu Tyr Cys Asp Ser Tyr lie Gin Leu lie Pro lie Ser Phe 
65 70 75 80 

Val Leu Gly Phe Tyr Val Thr Leu Val Val Ser Arg Trp Trp Ser Gin 

85 90 95 

Tyr Glu Asn Leu Pro Trp Pro Asp Arg Leu Met lie Gin Val Ser Ser 

100 105 110 

Phe Val Glu Gly Lys Asp Glu Glu Gly Arg Leu Leu Arg Arg Thr Leu 

115 120 125 

lie Arg Tyr Ala lie Leu Gly Gin Val Leu lie Leu Arg Ser lie Ser 

130 135 140 

Thr Ser Val Tyr Lys Arg Phe Pro Thr Leu His His Leu Val Leu Ala 
145 150 155 . 160 

Gly Phe Met Thr His Gly Glu His Lys Gin Leu Gin Lys Leu Gly Leu 

165 170 175 

Pro His Asn Thr Phe Trp Val Pro Trp Val Trp Phe Ala Asn Leu Ser 

180 185 190 

Met Lys Ala Tyr Leu Gly Gly Arg lie Arg Asp Thr Val Leu Leu Gin 

195 200 205 

Ser Leu Met Asn Glu Val Cys Thr Leu Arg Thr Gin Cys Gly Gin Leu 

210 215 220 

Tyr Ala Tyr Asp Trp lie Ser lie Pro Leu Val Tyr Thr Gin Val Val 
225 230 235, 240 

Thr Val Ala Val Tyr Ser Phe Phe Leu Ala Cys Leu lie Gly Arg Gin 

245 250 255 

Phe Leu Asn Pro Asn Lys Asp Tyr Pro Gly His Glu Met Asp Leu Val 

260 265 270 

Val Pro Val Phe Thr lie Leu Gin Phe Leu Phe Tyr Met Gly Trp Leu 

275 280 285 

Lys Val Ala Glu Gin Leu lie Asn Pro Phe Gly Glu Asp Asp Asp Asp 

290 295 300 

Phe Glu Thr Asn Trp lie lie Asp Arg Asn Leu Gin Val Ser Leu Leu 
305 310 315 320 

Ser Val Asp Gly Met His Gin Asn Leu Pro Pro Met Glu Arg Asp Met 

325 330 335 

Tyr Trp Asn Glu Ala Ala Pro Gin Pro Pro Tyr Thr Ala Ala Ser Ala 

340 345 350 

Arg Ser Arg Arg His Ser Phe Met Gly Ser Thr Phe Asn lie Ser Leu 
355 360 365 
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Lys 


Lys 


Glu 


Asp 


Leu 


Glu 


Leu 


Trp 


Ser 


Lys 


Glu 


Glu 


Ala 


Asp 


Thr 


Asp 




i *7 a 

3 /u 










o n c 
3 / D 










"3 Q C\ 

3 o U 










Lys 


Lys 


Glu 


Ser 


Gly 


Tyr 


Ser 


Ser 


Thr 


lie 


Gly 


Cys 


Phe 


Leu 


Gly 


Leu 


o o c 

385 










O A A 

390 










O A C 

3 95 










A A A 
4 UU 


Gin 


Pro 


Lys 


Asn 


Tyr 


Hi s 


Leu 


Pro 


Leu 


Lys 


Asp 


Leu 


Lys 


Thr 


Lys 


Leu 










a r\ c 
4 UD 










A 1 A 
4 1U 










415 




Leu 


Cys 


Ser 


Lys 


Asn 


Pro 


Leu 


Leu 


Glu 


Gly 


Gin 


Cys 


Lys 


Asp 


Ala 


Asn 








A O A 
4 Z U 










/IOC 

425 










A O A 

4 30 






Gin 


Lys 


Asn 


Gin 


Lys 


Asp 


Val 


Trp 


Lys 


Phe 


Lys 


Gly 


Leu 


Asp 


Phe 


Leu 






4 35 










440 










445 








Lys 


Cys 


Val 


Pro 


Arg 


Phe 


Lys 


Arg 


Arg 


Gly 


Ser 


His 


Cys 


Gly 


Pro 


Gin 




450 










455 










A f A 

4 60 










Ala 


Pro 


Ser 


Ser 


His 


Pro 


Thr 


Glu 


Gin 


Ser 


Ala 


Pro 


Ser 


Ser 


Ser 


Asp 


/ICR 
H D J 










Ann 










a n r 
4 1 5 










/ion 

H O U 


Thr 


Gly 


Asp 


Gly 


Pro 


Ser 


Thr 


Asp 


Tyr 


Gin 


Glu 


He 


Cys 


His 


Met 


Lys 










485 










490 










495 




Lys 


Lys 


Thr 


Val 


Glu 


Phe 


Asn 


Leu 


Asn 


He 


Pro 


Glu 


Ser 


Pro 


Thr 


Glu 








500 










505 










510 






His 


Leu 


Gin 


Gin 


Arg 


Arg 


Leu 


Asp 


Gin 


Met 


Ser 


Thr 


Asn 


He 


Gin 


Ala 






515 










520 










525 








Leu 


Met 


Lys 


Glu 


His 


Ala 


Glu 


Ser 


Tyr 


Pro 


Tyr 


Arg 


Asp 


Glu 


Ala 


Gly 




530 










535 










540 










Thr 


Lys 


Pro 


Val 


Leu 


Tyr 


Glu 





















545 550 



<210> 30 

<211> 19 

<212> DNA 

<213> Homo Sapiens 

<400> 30 

ctcctgccca ggcttctac 

<210> 31 
<211> 19 
<212> DNA 

<213> Homo Sapiens 
<400> 31 

cttgctctgc cttgccttc 

<210> 32 
<211> 30 
<212> PRT 

<213> Homo Sapiens 
<400> 32 

He Pro He Ser Phe Val Leu Gly Phe Tyr Val Thr Leu Val Val Thr 

15 10 15 

Arg Trp Trp Asn Gin Tyr Glu Asn Leu Pro Trp Pro Asp Arg 
20 25 30 

<210> 33 
<211> 30 
<212> PRT 
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20177YP 



<213> C. elegans 
<400> 33 

lie Pro Leu Thr Phe Met Leu Gly 

1 5 
Arg Trp Asn Asp lie Phe Leu Asn 
20 



Phe Phe Val Thr lie lie Val Gly 

10 15 

lie Gly Trp Val Asp Asn 
25 30 



<210> 34 

<211> 30 

<212> PRT 

<213> C. elegans 

<400> 34 

lie Pro Leu Thr Phe Met Leu Gly 

1 5 
Arg Trp Asn Asp lie Phe Ala Asn 
20 



Phe Phe Val Thr lie lie Val Arg 

10 15 

Leu Gly Trp Val Glu Asn 
25 30 



<210> 35 

<211> 30 

<212> PRT 

<213> C. elegans 

<400> 35 

lie Pro Leu Glu Phe Val Leu Gly 

1 5 
Arg Trp Thr Lys Leu Trp Arg Thr 
20 



Phe Phe Val Thr lie Val Val Asp 

10 15 
Val Gly Phe lie Asp Asp 
25 30 



<210> 36 

<211> 30 

<212> PRT 

<213> C. elegans 

<400> 36 

lie Pro Leu Glu Phe Val Leu Gly 

1 5 
Arg Trp Thr Lys Leu Tyr Gin Thr 
20 



Phe Phe Val Thr Thr Val Val Asn 

10 15 

lie Gly Phe lie Asp Asn 
25 30 



<210> 37 

<211> 30 

<212> PRT 

<213> C. elegans 



<400> 37 

Val Pro Leu Asp Trp Met Leu Gly 

1 5 
Arg Phe Trp Tyr Leu Tyr Asp lie 
20 



Phe Phe lie Ala Gly Val Leu Arg 

10 15 

lie Gly Phe lie Asp Asn 
25 30 



<210> 38 
<211> 30 
<212> PRT 
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20177YP 



<213> C. elegans 
<400> 38 

lie Pro Leu Asn Phe Met Leu Gly 

1 5 
Arg Trp Thr Tyr Leu Tyr Gin lie 
20 



Phe Phe Val Thr Ala Val Val Asn 

10 15 

lie Gly Phe lie Asp Asn 
25 30 



<210> 39 

<211> 30 

<212> PRT 

<213> C. elegans 



<400> 39 

Leu Pro Leu Asn Phe Val Leu Gly 

1 5 
Arg Trp Leu Lys Leu Tyr Thr Ser 
20 



Phe Phe Cys Asn lie lie lie Arg 

10 15 
Leu Gly Asn lie Asp Asn 
25 30 



<210> 40 

<211> 30 

<212> PRT 

<213> C. elegans 

<400> 40 

lie Pro lie Asn Phe Met Leu Gly 

1 5 
Arg Trp Met Thr Gin Phe Ala Asn 
20 



Phe Phe Val Thr Thr Val lie Asn 

10 15 

Leu Gly Met lie Asp Asn 
25 30 



<210> 41 
<211> 30 x 
<212> PRT 
<213> C. elegans 

<400> 41 

lie Pro Leu Thr Phe Leu Leu Gly 

1 5 
Arg Trp Gly Ser lie Leu Asn Gly 
20 



Phe Phe Val Ser Phe Val Val Ala 

10 15 

lie Gly Trp He Asp Asp 
25 30 



<210> 42 

<211> 30 

<212> PRT 

<213> C. elegans 

<400> 42 

He Pro Val Thr Phe Met Leu Gly 

1 5 
Arg Trp Thr Lys Val Phe Asp Asn 
20 



Phe Tyr Val Ser He Val Tyr Asn 

10 15 

Val Gly Trp He Asp Thr 
25 30 



<210> 43 
<211> 30 
<212> PRT 
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II 



20177YP 



<213> C. elegans 



<400> 43 

Leu Pro Leu Thr Phe Met Leu Gly Phe Phe Val Thr Thr Val Phe Glu 

15 10 15 

Arg Trp Arg Ser Ala Leu Asn Val Met Pro Phe lie Glu Ser 
20 25 30 



<210> 44 

<211> 30 

<212> PRT 

<213> C. elegans 



<400> 44 

lie Pro Leu Thr Phe Leu Leu Gly Phe Tyr Val Ser Asn Val Val Ser 

1 5 10 15 

Arg Trp Trp Arg Gin Phe Glu Thr Leu Arg Trp Pro Glu Asp 
20 25 30 



<210> 45 

<211> 30 

<212> PRT 

<213> C. elegans 



<400> 45 

lie Pro Leu Thr Phe Leu Leu Gly Phe Tyr Val Ser Asn Val Val Ala 

15 10 15 

Arg Trp Trp Arg Gin Phe Glu Thr Leu Tyr Trp Pro Glu Asp 
20 25 30 



<210> 46 

<211> 30 

<212> PRT 

<213> C. elegans 



<400> 46 

lie Pro Leu Thr Phe Leu Leu Gly Phe Tyr Val Ala Met lie Val Arg 

15 10 15 

Arg Trp Trp Asp Cys Cys Gin Leu lie Ser Trp Pro Asp His 
20 25 30 



<210> 47 

<211> 30 

<212> PRT 

<213> C. elegans 



<400> 47 

lie Pro Leu Ser Phe Leu Leu Gly Phe Phe Val Ser Leu He Val Ala 

15 10 15 

Arg Trp Trp Glu Gin Phe Asn Cys He Ser Trp Pro Asp Lys 
20 - 25 30 



<210> 48 
<211> 30 
<212> PRT 



20177YP 



<213> C. elegans 
<400> 48 

Val Pro Met Gin Pro Met Leu Gly Tyr Phe lie Gly Met Val Gly Glu 

15 10 15 

Arg Trp Gly Glu Ser Phe Glu Asn Val Ser Tyr lie Glu Lys 
20 25 30 



-20- 



